Key indicators: single-crystal X-ray study; T = 296 K; mean (C-C) = 0.003 Å; R factor = 0.034; wR factor = 0.095; data-to-parameter ratio = 20.9.
In the title compound, C 19 H 13 BrN 2 O 5 , the spiro furan ring is almost planar with a maximum deviation of 0.034 (2) Å . The indole unit and the furan ring are normal to each other, making a dihedral angle of 87.82 (8) . The molecular structure is stabilized by an intramolecular N-HÁ Á ÁO hydrogen bond, which generates an S(6) ring motif. In the crystal, molecules are linked via pairs of N-HÁ Á ÁO hydrogen bonds, forming inversion dimers enclosing R 2 2 (8) ring motifs.
Related literature
For applications of oxindoles, see: Akai et al. (2004) ; Gallagher et al. (1985) ; Tokunaga et al. (2001) ; Zaveri et al. (2004) . For applications of tetrahydrofurans, see: Garzino et al. (2000) . For a related structure, see: Gangadharan et al. (2013) . For the length of a C-Br single bond, see: Koşar et al. (2006) . For resonance structure in a carboxylate group, see: Merlino (1971); Varghese et al. (1986) . For graph-set notation, see: Bernstein et al. (1995) .
Experimental
Crystal data Table 1 Hydrogen-bond geometry (Å , ). (Farrugia, 2012) ; software used to prepare material for publication: SHELXL97 and PLATON (Spek, 2009).
Comment
The indole template is generally recognized as an important structure in medicinal chemistry. In particular oxindoles are important constituents of drugs (Akai et al., 2004) . The Oxindole motif is present in the anti-Parkinson's drug ropinirole (Gallagher et al., 1985) , in non-opioid receptor ligands (Zaveri et al., 2004) and in growth hormone secretagogues (Tokunaga et al., 2001) . Tetrahydrofuran is a common motif which can be found in numerous natural products such as polyether antibiotics, nucleosides and lignans (Garzino et al., 2000) .
The five-(N1/C1-C8) and six-(C1-C6) membered rings in the indole unit are coplanar, making a dihedral angle of 1.50 (9)°. The indole moiety is orthogonal to the furan ring as indicated by the dihedral angle of 87.82 (8)°. The benzene ring is bisectionally oriented to the furan ring with a dihedral angle 37.54 (10)°. The bond lengths and angles are comparable with those in a similar structure (Gangadharan et al., 2013) . In addition, the C-Br bond distance of 1.896 (2) Å, is slightly shorter than the value reported for the C-Br single bond (Merlino, 1971 ). This feature is commonly observed in carboxyl ester groups of the substituents in various compounds where the average distances are 1.340 Å and 1.447 Å, respectively (Varghese et al., 1986) . The molecular structure is stabilized by an intramolecular N-H···O hydrogen bond which generates an S(6) ring motif (Table 1) .
In the crystal, molecules are linked via pairs of N-H···O hydrogen bonds forming inversion dimers enclosing R 2 2 (8) ring motifs (Bernstein et al., 1995;  Table 1 and Fig. 2 ).
Experimental
Isatin (1 mmol), p-bromoaniline (1 mmol), and dimethyl acetylene dicarboxylate (DMAD; 1 mmol) were stirred at room temperature in methanol in the presence of Triethylamine (20 mol %) for 4 hrs. The solid formed was filtered and recrystallized from methanol to afford the title compound as a pure yellow solid (85% yield).
Refinement
The hydrogen atoms were located in difference electron density maps. The H-atoms of the amine groups were refined with distance restraints of N-H = 0.89 (2) Å with U iso (H) = 1.2U eq (N). The C bound H atoms were included in calculated positions and treated as riding atoms: C-H = 0.93 and 0.96 Å for CH and CH 3 H atoms, respectively, with U iso (H) = 1.5U eq (C-methyl) and = 1.2U eq (C) for other H atoms. 
Figure 1
The molecular structure of the title compound, with atom labelling. Displacement ellipsoids are drawn at 30% probability level. 2 ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger. 
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (

